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: This study focused on the methods and applications of

preimplantation genetic testing for aneuploidy (PGT-A) for
mosaic embryos, aiming to offer more implantation options
for infertile families and increase the birth rate of
healthy infants. Research shows that as maternal age
increases, the risk of chromosomal abnormalities in embryos
rises, which directly impacts the success rate of assisted
reproduction and the health of offspring. Mosaic embryos
contain normal and abnormal chromosomal cells and have
recently become a potential selective implantation
solution. Studies indicate that low-level mosaic embryos
exhibit live birth rates comparable to euploid embryos,
suggesting that they are a viable alternative.

In order to verify the effect of PGT-A screening in mosaic
embryo screening, this study used cell mixing to simulate
mosaic embryos and compared the gene chip analysis results
using REPLI-g and PicoPLEX whole-genome amplification
technology. Results demonstrated that the REPLI-g technique
provides superior resolution in detecting chromosomal
abnormalities on microarrays. It also detected mosaicism
more clearly at higher abnormal ratios, especially for
trisomy 18, though it was less effective for small
segmental deletions, such as on chromosome 8 in this study.
This research highlights the significance of advancements
in mosaic embryo screening technology for infertile
patients. By continuously optimizing PGT-A screening
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methods, this study aimed to enhance clinical selection of
mosaic embryos, ultimately increasing the chances of
healthy live births for infertile families and offering
safer reproductive options with higher success rates.

This study highlighted the importance of the development of
mosaic embryo screening technology for infertile patients.
By continuously optimizing the PGT-A screening method, this
study hoped to more effectively improve the clinical
screening effect of mosaic embryos.

preimplantation genetic testing for aneuploidy, aneuploidy,
mosaicism, whole genome amplification, array based
comparative genomic hybridization
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